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m A Probabilistic Model for the Spread of HIV Infection among Injection Drug
Changiz Eslahchi
Word journal of Modeling And Simuliation, Vol.1

m A Fuzzy Hellix Assignment
Changiz Eslahchi, , ,
INTERNATIONAL JOURNAL OF BIOTECHNOLOGY

m Removing the association of random gene sets and survival time in cancers with positive random bias using

fixed-point gene set
Maryam Maghsoudi, Changiz Eslahchi, Rosa Aghdam
Scientific Reports, Vol.13, 2023

m Structural Comparison for Identifying Protein Hotspots
Mohamad Houssein Hoballa, Changiz Eslahchi
Journal of Applied Biotechnology Reports, Vol.101, pp. 1156-1168, 2023

m Detection of structural and conformational changes in ALS-causing mutant profilin-1 with hydrogen/deuterium

exchange mass spectrometry and bioinformatics techniques
Ahmad Shahir Sadr, Zahra Abdolahpour amlashi, Atousa Aliahmadi, Changiz Eslahchi, Mina Nekouei, Lily Kiaei, Mahmoud Kiaei, Alireza Ghassempour
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m Assignment of structural domains in proteins using diffusion kernels on graphs
Changiz Eslahchi, Mohammad Taheri
BMC BIOINFORMATICS, pp. 1-24, 2022

m Detection of Structural and Conformational Changes in ALS-causing Mutant Profilin1 with Hydrogen/Deuterium

Exchange Mass Spectrometry and Bioinformatics Techniques
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m Identification of repurposed drugs targeting significant long non-coding RNAs in the cross-talk between diabetes

mellitus and Alzheimer's disease
Shokofeh Ghiam, Changiz Eslahchi, Sajad Gharaghani
Scientific Reports, Vol.12, 2022

m Exploring the role of non-coding RNAs as potential candidate biomarkers in the cross-talk between diabetes

mellitus and Alzheimer's disease
Shokofeh Ghiam, Changiz Eslahchi, Sajad Gharaghani
Frontiers in Aging Neuroscience, Vol.14, pp. 1-15, 2022

m A neural network-based method for polypharmacy side effects prediction
Razieh Masumshah, Rosa Aghdam, Changiz Eslahchi
BMC BIOINFORMATICS, pp. 1-17, 2021

m Predicting Anti-Cancer Drug Response by Finding Optimal Subset of Drugs
Fatemeh Yassaee, Changiz Eslahchi
BIOINFORMATICS, Vol.37, pp. 4509-4516, 2021

m An order independent algorithm for inferring gene regulatory network using quantile value for conditional

independence tests
Sayyed Hadi Mahmoodi, Rosa Aghdam, Changiz Eslahchi
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m DisCoVering potential candidates of RNAi-based therapy for COVID-19 using computational methods
Narjes Rohani, Fatemeh Ahmadi Moughari, Changiz Eslahchi
PeerJ, Vol.9, 2021

m Auto-HMM-LMF: Feature selection based method for prediction of drug response via Autoencoder and Hidden

Markov Model
Akram Emdadi, Changiz Eslahchi
BMC BIOINFORMATICS, Vol.22, 2021



m A computational method for drug sensitivity prediction of cancer cell lines based on various molecular information
Fatemeh Ahmadi Moughari, Changiz Eslahchi
PLoS One, Vol.16, 2021

m Clinical drug response prediction from preclinical cancer cell lines by logistic matrix factorization approach
Akram Emdadi, Changiz Eslahchi
Journal of Bioinformatics and Computational Biology, Vol.20, pp. 1-13, 2021

m In silico studies reveal structural deviations of mutant profilin-1 and interaction with riluzole and edaravone in

amyotrophic lateral sclerosis
Ahmad Shahir Sadr, Changiz Eslahchi, Alireza Ghassempour, Mahmoud Kiaei
Scientific Reports, Vol.11, pp. 1-14, 2021

m DSPLMF: A Method for Cancer Drug Sensitivity Prediction Using a Novel Regularization Approach in Logistic

Matrix Factorization
Akram Emdadi, Changiz Eslahchi
Frontiers in Genetics, Vol.11, 2020

m CAMND: Comparative analysis of metabolic network decomposition based on previous and two new criteria, a

web based application
Fatemeh Yassaee, Akram Emdadi, Abolfazl Rezvan, Changiz Eslahchi
BIOSYSTEMS, Vol.189, 2020

m Classifying Breast Cancer Molecular Subtypes by Using Deep Clustering Approach
Narjes Rohani, Changiz Eslahchi
Frontiers in Genetics, Vol.11, pp. 1-15, 2020

m ISCMF: Integrated similarity-constrained matrix factorization for drug-drug interaction prediction
Narjes Rohani, Changiz Eslahchi, Ali Katanforoush
Network Modeling and Analysis in Health Informatics and Bioinformatics, Vol.9, 2020

m ADRML: anticancer drug response prediction using manifold learning
Fatemeh Ahmadi Moughari, Changiz Eslahchi
Scientific Reports, Vol.10, 2020

m A novel algorithm for parameter estimation of Hidden Markov Model inspired by Ant Colony Optimization
Akram Emdadi, Fatemeh Ahmadi Moughari, Fatemeh Yassaee, Changiz Eslahchi
Heliyon, Vol.5, pp. 1-25, 2019

m CDAP: An Online Package for Evaluation of Complex Detection Methods
Ali M. A. Maddi, Fatemeh Ahmadi Moughari, Mohammad mehdi Balouchi, Changiz Eslahchi
Scientific Reports, Vol.9, 2019

m Significant random signatures reveals new biomarker for breast cancer
Elnaz Saberi Ansar, Changiz Eslahchi, Mahsa Rahimi, Lobat Geranpayeh, Marzieh Ebrahimi, Rosa Aghdam, Gwenneg Kerdivel
BMC Medical Genomics, Vol.12, 2019

m TOPDRIVER: the novel identifier of cancer driver genes in Gastric cancer and Melanoma
Sayed Mohammad Razavi, Farzaneh Rami, Seyedeh Houri Razavi, Changiz Eslahchi
Applied Network Science, Vol.4, 2019

m Drug-Drug Interaction Predicting by Neural Network Using Integrated Similarity
Narjes Rohani, Changiz Eslahchi
Scientific Reports, Vol.9, 2019

m PMLPR A novel method for predicting subcellular localization based on recommender systems
Elnaz Mirzaei Mehrabad, Reza Hassanzadeh, Changiz Eslahchi
Scientific Reports, Vol.8, pp. 1-10, 2018

m Screening of autism based on task-free fMRI using graph theoretical approach
Masoomeh Sadeghi Damavandi, Reza Khosrowabadi, Fatemeh Bakouie, Hoda Mahdavi, Changiz Eslahchi, Hamid Reza Pouretemad
PSYCHIATRY RESEARCH-NEUROIMAGING, Vol.1, pp. 48-56, 2017



m OrthoGNC A Software for Accurate Identification of Orthologs Based on Gene Neighborhood Conservation
Limsoon Wong, Soheil Jahangiri Tazehkand, Changiz Eslahchi
GENOMICS PROTEOMICS & BIOINFORMATICS, Vol.15, pp. 361-370, 2017

m Discovering overlapped protein complexes from weighted PPI networks by removing inter-module hubs
A. M. A. Maddi, Changiz Eslahchi
Scientific Reports, Vol.7, pp. 3247-3261, 2017

m Dynamical 2-domination in Graphs
Changiz Eslahchi, Hamid Reza Maimani, Tusserkani Rouzbeh, Rouzbeh Torabi
ARS COMBINATORIA, Vol.134, pp. 339-350, 2017

m Comparison of different approaches for identifying subnetworks in metabolic networks
Abolfazl Rezvan, Changiz Eslahchi
Journal of Bioinformatics and Computational Biology, Vol.15, pp. 1750025-1750050, 2017

m Gender Classification Based on Eye Movements A Processing Effect during Passive Face Viewing
Negar Sammaknejad, Hamid Reza Pouretemad, Changiz Eslahchi, Alireza Salahirad, Ashkan Alinejad
Advances in Cognitive Psychology, Vol.13, pp. 232-240, 2017

m Proper Nearly Perfect Sets in Graphs
Changiz Eslahchi
ARS COMBINATORIA, pp. 143-156, 2016

m Some Remarks On Global Total Domination In Graphs
, Changiz Eslahchi, ,
Applied Mathematics E - Notes, Vol.15, pp. 22-28, 2015

m Inferring gene regulatory networks by an order independent algorithm using incomplete data sets
Rosa Aghdam, Mojtaba Ganjali,, Changiz Eslahchi
JOURNAL OF APPLIED STATISTICS, Vol.43, pp. 893-913, 2015

m Analysis of dynamical system to transition probabilities in the Birth-Death Markov process in the epidemic model
Fateme Sadat Movahedi, Changiz Eslahchi, Mahdi Pourbarat, Mohammad Sadegh Shahrokhi-Dehkordi
Far East Journal of Dynamical Systems, Vol.26, pp. 61-74, 2015

m Inferring Gene Regulatory Networks by PCA-CMI Using Hill Climbing Algorithm Based on MIT Score and
SORDER Method

roza aghdam, Mohsen Alijanpour Ghahroud, ,, Changiz Eslahchi, Abolfazl Rezvan
International Journal of Biomathematics, Vol.18, pp. 23-44, 2015

m FCDECOMP Decomposition of metabolic networks based on flux coupling relations
, Abolfazl Rezvan, Changiz Eslahchi
Journal of Bioinformatics and Computational Biology, Vol.12, pp. 1-22, 2014

m CN A Consensus Algorithm for Inferring Gene Regulatory Networks Using SORDER Algorithm and Conditional
Mutual Information Test

Rosa Aghdam, Mojtaba Ganjali, Xiujun Zhang, Changiz Eslahchi
Molecular BioSystems, pp. 942-949, 2014

m ProDomAs protein domain assignment algorithm using center-based clustering and independent dominating set
Elnaz Saberi Ansari, Changiz Eslahchi, Hamid Pezeshk, Mehdi Sadeghi
PROTEINS-STRUCTURE FUNCTION AND BIOINFORMATICS, Vol.82, pp. 1-10, 2014

m Do Triplets Have Enough Information to Construct the Multi-Labeled Phylogenetic Tree
Reza Hassanzadeh, Changiz Eslahchi, Wing-Kin Sung
PLoS One, Vol.9, pp. 1-10, 2014

m A New Protein Domain Assignment Algorithm Based on the Dominating Set of a Graph
Changiz Eslahchi,
MATCH-COMMUNICATIONS IN MATHEMATICAL AND IN COMPUTER CHEMISTRY, Vol.71, pp. 445-456, 2014



m IPCA-CMI An Algorithm for Inferring Gene Regulatory Networks based on a Combination of PCA-CMI and

MITScore

Roza Aghdam, Mojtaba Ganjali, Changiz Eslahchi
PLoS One, Vol.9, pp. 1-10, 2014

m TripNet A Method for Constructing Rooted Phylogenetic Networks from Rooted Triplets
Hadi Poormohammadi, Changiz Eslahchi,
PLoS One, Vol.9, pp. 1-12, 2014

m CHARACTERIZATION OF CUBIC GRAPHS G WITH irt(G) IRY(G) 2

Changiz Eslahchi,
Discussiones Mathematicae Graph Theory, Vol.34, pp. 559-565, 2014

m Assignment of Protein Sequences to Protein Family Profiles Using Spatial Statistics
, » Changiz Eslahchi,
MATCH-COMMUNICATIONS IN MATHEMATICAL AND IN COMPUTER CHEMISTRY, Vol.69, pp. 7-24, 2013

m DISRUPTION OF PROTEIN COMPLEXES
,» Changiz Eslahchi, WONG LIMSOON
Journal of Bioinformatics and Computational Biology, Vol.11, 2013

m A clustering approach for estimating parameters of a profile hidden Markov model
Rosa Aghdam, ,,, Changiz Eslahchi
International Journal of Data Mining and Bioinformatics, Vol.8, pp. 66-75, 2013

m SSP An interval integer linear programming for de novo transcriptome assembly and isoform discovery of RNA-

seq reads
,» Changiz Eslahchi,
GENOMICS, Vol.102, pp. 507-514, 2013

m Two Scenarios for Overcoming Drug Resistance by Co-Targeting
,» Changiz Eslahchi, Wong Limsoon
International Journal of Bioinformatics Research and Applications, Vol.9, pp. 198-217, 2013

m Construcing circular phlogenetic networks from weighted quartets using simulated annealing
Changiz Eslahchi, REZA HASSANZADEH, , Mahnaz Habibi, ,
MATHEMATICAL BIOSCIENCES, pp. 123-127, 2012

m Constructing Rooted Phylogenetic Networks from Triplets based on Height Function
Hadi Poormohammadi, Changiz Eslahchi
International Journal of Emerging Technology and Advanced Engineering, Vol.2, 2012

m Discovering Domains Mediating Protein Interactions
Changiz Eslahchi
Iranian Journal of Biotechnology, Vol.11, 2012

m Calculation of transition probabilities in the birth and death Markov process in the epidemic model
Changiz Eslahchi, Fateme Sadat Movahedi
MATHEMATICAL AND COMPUTER MODELLING, Vol.55, pp. 810-815, 2012

m Erratum to Total domination supercritical graphs with respect to relative complements Discrete Math.2582002)

361-371
, Changiz Eslahchi, , ,
DISCRETE MATHEMATICS, Vol.312, pp. 1-10, 2012

m A Note on the total Domination supercritical Graphs
, Changiz Eslahchi,
AAPS PHARMSCI, Vol.1, 2012

m LSPC An Algorithm for Inference of Gene Networks Using Bayesian Network
, Rosa Aghdam, Parisa Niloofar, Mojtaba Ganjali, Changiz Eslahchi
AATCC REVIEW, Vol.3, pp. 774-782, 2012



m Constructing phylogenetic supernetworks based on simulated annealing
REZA HASSANZADEH, Changiz Eslahchi,
MOLECULAR PHYLOGENETICS AND EVOLUTION, Vol.63, pp. 738-744, 2012

m Comparison of the bidirectional Baum-Welch algorithm and the Baum-Welch algorithm on regular lattice
,»,, Changiz Eslahchi
Progress in Biological Sciences, Vol.2, pp. 14-22, 2012

m A Bidirectional Bayesian Monte Carlo Approach for Estimating Parameters of a Profile Hidden Markov Model
, Rosa Aghdam, Parisa Niloofar, Mojtaba Ganjali, Changiz Eslahchi
AAPG BULLETIN, Vol.2, pp. 1-10, 2011

m Outer-k-connected component domination in graphs
, Changiz Eslahchi, ,
GRAPHS AND COMBINATORICS, Vol.8, pp. 131-139, 2011

m Haplotype block partitioning and tagSNP selection under the perfect phylogeny model
Changiz Eslahchi, Ali Katanforoush, Nargess Afzaly, Hamid Pezeshk
Iranian Journal of Biotechnology, Vol.9, pp. 1209-1221, 2011

m An Information Theoretic Approach to Secondary Structure Assignment
Mahnaz Habibi, Changiz Eslahchi, ,
MATCH-COMMUNICATIONS IN MATHEMATICAL AND IN COMPUTER CHEMISTRY, 2011

m Hosoya Polynomial of an Infinite Family of Dendrimer
Changiz Eslahchi, ,
Iranian Journal of Mathematical Chemistry, Vol.2, pp. 71-79, 2011

m A note on the Total Irredundance in Regular Graphs
Changiz Eslahchi, ,
Australian journal of basic and applied sciences (MSRT BLACKLIST), Vol.9, pp. 1999-2001, 2011

m MCNet A method for the construction of phylogenetic networks based on the Monte-Carlo method
Changiz Eslahchi, Mahnaz Habibi, , Reza Hassanzadeh
BMC EVOLUTIONARY BIOLOGY, pp. 254-264, 2010

m Protein Complex Prediction based on k-Connected Sub-graphs in Protein Interaction Network
Changiz Eslahchi
BMC System Biology, 2010

m Construction of Random Perfect Phylogeny Matrix
Changiz Eslahchi
Advanced And Applications in bioinformatics and chemistry, Vol.3, pp. 1-8, 2010

m The interpretation of protein structures based on graph theory and contact map
Changiz Eslahchi
Open Access Bioinformatics, 2010

m a pairwise residue contact area based mean force potential for discrimination of native protein structure
,» Changiz Eslahchi, ,
BMC BIOINFORMATICS, Vol.16, 2010

m A Segmental Semi Markov Model for Protein Secondary Structure Prediction
Changiz Eslahchi
MATHEMATICAL BIOSCIENCES, Vol.221, pp. 130-135, 2009

m A Distance Dependent Atomic Knowledge Based Potential and Force for Discrimination of Native Structures from

Decoys
Mahdi Miirzaie, Changiz Eslahchi,
PROTEINS-STRUCTURE FUNCTION AND BIOINFORMATICS, Vol.77, pp. 454-464, 2009

m Enhanced Evolutionary and Heuristic Algorithms for Haplotype Reconstruction Problem Using Minimum Error
Correction Model



Changiz Eslahchi
MATCH-COMMUNICATIONS IN MATHEMATICAL AND IN COMPUTER CHEMISTRY, Vol.62, pp. 261-274, 2009

m Ston A Novel Method for Protein three-dimensional Structure Comparison
Changiz Eslahchi,
COMPUTERS IN BIOLOGY AND MEDICINE, Vol.39, pp. 166-172, 2009

m Protein Secondary Structure Prediction Using three Neural Networks and a Segmental Semi Markov Model
, Changiz Eslahchi, ,
MATHEMATICAL BIOSCIENCES, Vol.217, pp. 145-150, 2009

m An Algorithm for Construction of all Perfect Phylogeny Matrices
Changiz Eslahchi
MATCH-COMMUNICATIONS IN MATHEMATICAL AND IN COMPUTER CHEMISTRY, Vol.62, pp. 251-259, 2009

m PROSIGN A Method for Protein Secondary Structure Assignment Based on Three-Dimensional Coordinates of

Cosecutive Ca atoms
Changiz Eslahchi,
COMPUTATIONAL BIOLOGY AND CHEMISTRY, Vol.32, pp. 406-411, 2008

m The Performance of chi-square Test and complexity Measures for Signal Recognition in Biological Sequences
Changiz Eslahchi
JOURNAL OF THEORETICAL BIOLOGY, Vol.251, pp. 380-387, 2008

m A Tale of two Symmetrical Tails Structural and Functional Charateristics of Palindroms in Proteins
Changiz Eslahchi,
BMC BIOINFORMATICS, Vol.9, pp. 274-281, 2008

m Some Properties Of Ordered Hypergraphs
Changiz Eslahchi, Amirhossein Rahimi
Matematicki Vesnik, Vol.59, pp. 9-13, 2007

m AIP Conference Proceedings
Changiz Eslahchi
Netherlands Philately Journal, Vol.936, pp. 185-190, 2007

m The k-Zero-Divisor Hypergraph of A Commutative Ring
Changiz Eslahchi,
INTERNATIONAL JOURNAL OF MATHEMATICS AND MATHEMATICAL SCIENCES, pp. 1-15, 2007

m An Algorithm for Rank Aggregation Problem
Changiz Eslahchi,
APPLIED MATHEMATICS AND COMPUTATION, Vol.189, pp. 1847-1858, 2007

m Helix segment assignment in proteins using fuzzy logic
, » Changiz Eslahchi
Iranian Journal of Biotechnology, Vol.5, 2007

m Haplotyping Problem A Clustering Approach
Changiz Eslahchi
American Institute of Physics conference proceedings, Vol.936, pp. 185-190, 2007

m AIP Conference Proceedings
Changiz Eslahchi
World Student Christian Federation. Dossier, Vol.936, pp. 185-190, 2007

m c-Perfect k- uniform hypergraphs
Changiz Eslahchi,
Journal of Ars Combinatorics, Vol.79, pp. 235-244, 2006

m Vertex-Strength of Fuzzy Graphs
Changiz Eslahchi, B.N Onagh
Journal of Mathematics and Mathematical Sciences, pp. 1-9, 2006



m Impact of prediction of donor and acceptor splic site using RNA structure information
Changiz Eslahchi, S. A Marashi, m Sadeghi, H Pezeshk
BMC BIOINFORMATICS, pp. 1-8, 2006

m Importance of RNA secondary structure information for yeast donor and acceptor splic site prediction by neural

networks
,», Changiz Eslahchi
COMPUTATIONAL BIOLOGY AND CHEMISTRY, Vol.30, pp. 50-57, 2006

m Impact of RNA structure on the prediction of donor and acceptor splice sites
Changiz Eslahchi
BMC BIOINFORMATICS, Vol.7, pp. 297-304, 2006

m Characterization of graphs with Hall number 2
Changiz Eslahchi, matthew johnson
JOURNAL OF GRAPH THEORY, Vol.45, pp. 81-100, 2004

m Circular chromatic number of hypergraphs
Changiz Eslahchi,
Journal of Ars Combinatorics, Vol.73, pp. 239-246, 2004

m Some Concepts in List Coloring
Changiz Eslahchi, , Hossein Hajiabolhassan
Journal of Combinatorial Mathematics and Combinatorial Computing, Vol.41, pp. 151-160, 2002

m Characterization of Graphs with Hall index 2
Changiz Eslahchi
Australasian Journal of Combinatorics, Vol.21, pp. 13-21, 2000

m The Hall-Condition index of a Graph and Overfull Conjecture
Changiz Eslahchi, A.J.W HILTON, - Dugdale
Journal of Combinatorial Mathematics and Combinatorial Computing, Vol.35, pp. 197-216, 2000

m The Hall-Condition Index of a Graph and the Overfull Conjecture
Changiz Eslahchi
Journal of Combinatorial Mathematics and Combinatorial Computing, Vol.35, pp. 197-216, 2000

m Progress on the Hall-Number-Two Problem
Changiz Eslahchi
Australasian Journal of Combinatorics, Vol.21, pp. 211-236, 2000

m Progress on the Hall number Two problem
Changiz Eslahchi, A.J.W HILTON, P.D johnson
Australasian Journal of Combinatorics, Vol.21, pp. 211-236, 2000

m A counterexample for Hilton Johnson s conjecture on list coloring of graphs
Hossein Hajiabolhassan, Changiz Eslahchi, M.L Mehrabadi, R Tusserkani
Australasian Journal of Combinatorics, Vol.18, pp. 127-131, 1998

m A Counterexample for Hilton- Jojnson s Conjecture on List-Coloring of Graphs
Changiz Eslahchi
Australasian Journal of Combinatorics, pp. 127-131, 1998
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m ovwercoming dRug resistance by cotrageting
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IEEE(BIBM)2010

m overcoming drug resistance by co-trageting
Changiz Eslahchi
IEEE(BIBM)

m A Monte-Carlo Method for the Construction of Phylogenetic Networks from Weighted Quartets

Changiz Eslahchi
AMIC 2010

m a modified biodirectional hidden markov model and its appliction in protein secondary structure prediction
, »» Changiz Eslahchi,
ieee 2010

m construction of random perfect phylogeny matrix
,»,, Changiz Eslahchi
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m haplotype block partitioning and tagsnp selection under the perfect phylogeny
Changiz Eslahchi, , , , Ali Katanforoush
(tcwmc 2010) the third conference and workshop on mathematical chemistry

m mc net a monte carlo method for the construction of phylogentic networks
Changiz Eslahchi, Mahnaz Habibi, REZA HASSANZADEH,
4th international conference on resarch and education in mthematics

m Libra a de novo motif finding in promoter sequences based on linear algebra
Changiz Eslahchi, ,, Alireza Sheykhatar
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m Haplotyping problem A clustering approach
Changiz Eslahchi
International conference of numerical analysis and applied mathematics 2007(ICNAAM 2007)



m Hyplotyping problem a cclustering approach

Changiz Eslahchi

International society for computational biology
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